DEPARTMENT OF PATHOLOGY RAMATHIBODI HOSPITAL MOLECULAR HISTOPATHOLOGY REQUEST FORM

Department of Pathology Building 1 floor 4 " Ramathibodi Hospital

270 Rama VI Road, Toong Phayathai, Rachathewi Bangkok 10400 o " ’
Building 1 floor 4 ™ Tel. 02-201-1249, 02-201-0156

o Surgery Pathology (sent specimen) Building 1 floor 4™ Tel. 02-201-1431, 02-201-2247

L] Molecular Hi: hol I hol and special laboratory (Information of test)

Surgical Number
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TURN AROUND TIME within 5 working days
[ ]11631 ALK (D5F3) (Immunoperoxidase) 2,200
[J11720 ROS1 (Immunoperoxidase) 3,000
I:l 11890 c-Met (Immunoperoxidase) 1,600
[J1170s PD-L1 (22C3) (Immunoperoxidase) 4,200
I:l 11726 PD-L1 (clone SP142) (Immunoperoxidase) 3,600
I:l 11727 PD-L1 (clone SP263) (Immunoperoxidase) 3,600
[J11843 Pan-TRK (Immunoperoxidase) 2,280
I:l 11637 Immunostudy for Hereditary Nonpolyposis Colorectal Cancer (HNPCC) and DNA Mismatch Repair Proteins (MMR) screening 3,500
I:‘ 11851 (RAPID) EGFR after reviewed pathology (Real time PCR) 13,400
I:I 11852 (RAPID) Plasma EGFR (Real time PCR) 14,700
|:| 11850 (RAPID) FGFR mutation in bladder cancer (gene mutation and gene fusion) 16,200

TURN AROUND TIME within 10 working days
I:I 11603 EGFR mutation for lung cancer (Exon 18, 19, 20 and 21) (real time PCR) 11,000
|:| 11756 Plasma testing for T790M mutation (ddPCR) 8,200
I:I 11755 Plasma testing for EGFR mutation (Exon 18, 19, 20 and 21) (real time PCR) include T790M (exon 20) 11,200
|:| 11914 Lung fusion (ALK, ROS, RET, NTRK1, 2, 3, MET skipping) (real time PCR) 19,200
|:| 11657 Complete RAS mutation test for colon cancer [KRAS codon 12, 13, 58, 59, 61, 117, 146 and NRAS codon 12, 13, 58, 59, 61, 117,146] 16,500
[J11629 BRAF mutation (V600 E/K/D/A) 8,900
|:| 11845 MGMT Methylation (pyrosequencing) 12,900
I:I 11846 IDH1 and IDH2 mutation (real time PCR) 11,000
[ ]11801 PIK3CA mutation (real time PCR) 11,500
I:‘ 11601 FISH for ALK rearrangement (Vysis ALK FISH probe kit) 16,800
|:| 11671 MDM2/CER Fluorescent in situ Hybridization 7,500
|:| 11656 FISH for EWSR1 gene rearrangement 8,800
I:‘ 11780 FISH for 1p 199 gene co-deletion 12,700
|:| 11896 FISH for MET gene amplification 9,100
I:‘ 11865 FISH for CIC breakapart 9,800
|:| 11906 FISH for USP6 breakapart 9,900
I:‘ 11915 FISH for BCOR breakapart 11,000
[]118as ROS1 fusion (RT-real time PCR) 17,200
[ ]11902 NTRK (RT-real time PCR) 24,200
I:‘ 11903 MET skipping exon 14 (RT-real time PCR) 3,500

TURN AROUND TIME within 15 working days
D 11847 Next generation sequencing for solid tumor  Detected : DNA mutation only (SNP, Indels & CNV) not include RNA fusion 16,600

(AKT1, ALK1, BRAF, CTNNB1, DDR2, EGFR, ERBB2, ERBB3, ERBB4, ESR1, FBXW7, FGFR1, FGFR2, FGFR3, FLT3, GNA11, GNAQ, HRAS, KIT, KRAS, MAP2KI,

MAP2K2, MET, NOTCH1, NRAS, PDGFRA, PIK3CA, RAF1, SMAD4 and STRK11)
D 11901 Next generation sequencing for lung cancer (with fusion gene) 30,800

(Mutation: BRAF, EGFR, ERBB2 KRAS, NRAS  Fusion: ALK, ROS1, RET, NTRK, MET skipping Amplification: MET, ERBB2)
D 11916 H3F3A & H3F3B mutation test 7,050
|:| 11917 HER2 mutation test (insertion exon20) 6,700
[J11918 Myo D1 mutation test 6,700
|:| 11919 Beta-catenin mutation test 6,700
D 11920 EGFR V Il mutation 6,600
|:| 11920 BRAF gene fusion 6,600
|:| 11921 PDGFRA mutation test [exon 12, 14 and 18] for GIST (PCR with direct sequencing) 9,800
|:| 11922 C-KIT mutation test [exon 9, 11, 13 and 17] for melanoma and GIST (PCR with direct sequencing) 10,100
|:| 11849 FGFR mutation in bladder cancer (gene mutation and gene fusion) 8,500
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SHAUINTS

[ ]11920

[J11923
[ 11687
[]11786
[ 11876
[J1i7s2
[J11s77
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[J1178a
[ ]11785
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U3zmn13edansng
TURN AROUND TIME within 15 working days

RT-PCR for fusion gene in sarcoma (direct sequencing) select

D Synovial sarcoma (SSX/SYT) l:‘ Ewing ‘s sarcoma (EWSR1/FLI1, EWSR1/ERG)

|:| Alveolar rhabdomyosarcoma (PAX3,PAX7/FKHR) E] Mesenchymal chondrosarcoma (HEY1/NCOA2)

D Infantile fibrosarcoma (ETV6/NTRK3) l:‘ Desmoplastic small round cell tumor (EWSR1/WT1)
D Mysxoid/Round cell liposarcoma (FUS/DDIT3) l:‘ Extraskeletal myxoid chondrosarcoma (EWSR1/CHN)
[ Angiofibroma (AHRR/NCOA2) [ clear cell sarcoma (EWSR1/ATF1)

D Fibromyxoid sarcoma (FUS/CREB3L2) l:‘ Small cell osteosarcoma (EWSR1/CREB3L1)

D Solitary fibrous tumor (NAB2/STAT6) l:‘ NUT midline carcinoma (NUT/BRD4)

|:| undifferentiated small round cell sarcoma (BCOR/CCNB3) |:| Pericytoma (ACTB/GLI1)

D clear cell / undifferentiated small round cell sarcoma (BCOR-ITD) l:‘ Dermatofibrosarcoma Protuberans (COL1A1/PDGFB)
D Inflammatory myofibroblastic tumor (TFGexd/ROS1ex35, YWHAEex4/ROS1ex36, CLTC/ALK, RANBP2/ALK, TPM3/ALK, TPM4/ALK)

TURN AROUND TIME within 20 working days

Microsatellite instability (MSI) test for cancer (fragment analysis)

Oncotype Dx-Breast

FoundationOne Liquid CDx

FoundationOne Liquid CDx (Lung program)

FoundationOne CDx

FoundationOne CDx (Lung program)

FoundationOne Heme

Paradigm (PCDx = NGS + IHC array)

Paradigm (NGS only)

Lucence Liquid HALLMARK

CARIS M profiling

MI Tumor seek

Sanomics testing profile (uninclude PD-L1)

Ontarget Tumor panel plus PD-L1 (IHC)

Ontarget Circulating Tumor DNA panel

Ontarget Tumor panel plus PD-L1 (IHC) and MMR (IHC)

HEMATOPATHOLOGY TEST = TURN AROUND TIME within 20 working days

T cell receptor (TCR) gamma chain gene rearrangement (fragment analysis)

T cell receptor (TCR) gamma gene and T cell recepter (TCR) beta gene rearrangement (fragment analysis)
Immunoglobulin heavy chain (IgH) gene rearrangement (fragment analysis)

Immunoglobulin heavy chain (IgH) gene and Immunoglobulin kappa chain (Igk) gene rearrangement (fragment analysis)
MYD88 mutation (L265P mutation)

FISH for c-myc gene rearrangement

FISH for BCL2 and BCL6 gene rearrangement

FISH for BCL2, BCL6 and c-myc gene rearrangement

FISH for CCND1/IGH fusion

Next generation sequencing for Myeloid Leukemia (ASXL1, CALR, CBL, CEBP@, CSF3R, DNMT3A, EZH2, FLT3, IDH1, IDH2,
JAK2, KIT, KRAS, MPL, NPM1, NRAS, RUNX1, SETBP1, SF3B1, SH2B3, SRSF2, TET2, TP53, U2AF1, ZRSR2)
In Situ Hybridization TEST ~ TURN AROUND TIME ~ within 5 working days

Adenovirus (In situ Hybridization)

Polyomavirus (BK) (In situ Hybridization)

Cytomegalovirus (CMV) (In situ Hybridization)

Epstein-Barr (EBV) (In situ Hybridization)

Herpes simplex virus (HSV) (In situ Hybridization)

Human papillomavirus (HPV) low risk (DNA) (In situ Hybridization)

Human papillomavirus (HPV) high risk (RNA) (In situ Hybridization)

Kappa (In situ Hybridization)

Lambda (In situ Hybridization)

6,600

10,600
193,000
124,500

88,000
124,500

88,000
152,500
168,000
115,500

68,500
208,200
154,500

51,500
164,000
164,000
180,000

8,600
26,700
14,400
23,700

4,200
11,500
15,400
17,000
11,800
17,300

3,900
3,900
3,900
3,450
3,900
3,100
3,700
1,800
1,800

Auuzihdmiunsdensaanwe13ingn (Molecular Histopathology)
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